. Structural features of TaNAC29 protein (A) Multiple alignment of amino acid sequences of TaNAC29 and other related NAC proteins from selected plant species. Alignments were performed using MEGA5.1 program. L motif was indicated by the red bar after MEME searching. Five conserved NAC-subdomain were indicated. (B) Weblogo of L motif. (C) PONDR VL3 analysis for ID of TaNAC29.
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